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Graduation, marriage, the birth of a child: 
these are all climactic events in a person’s life. 
Likewise, there have been a number of high-

lights in the history of life on Earth. One is the birth of 
complex or eukaryotic cells. Though often explained 
in evolutionary terms, a recent article published in the 
scientific literature raises questions as to whether an 
evolutionary perspective can adequately account for 
this milestone in life’s history.1

According to the geochemical and fossil records, 
life first appeared on Earth around 3.8 billion years 
ago.2 These first life-forms were simple, single-celled 
microbes referred to as prokaryotes. Prokaryotic cells 
consist of a cell wall and are usually around 1 to 2 
microns in size. Typically, no other internal features are 
visible with a microscope.3 Two of life’s three domains, 
Bacteria and Archaea, consist of prokaryotic microbes.

The third domain of life, Eukarya, is made up of 
complex cells and doesn’t appear in the fossil record 
until around 2 billion years ago. Eukarya is comprised 
of both single-celled microbes and advanced, mul-
ticellular organisms like plants, fungi, and animals. 
Eukaryotic cells are much larger than prokaryotic 
cells, possessing complex internal structures such as a 
nucleus, membrane-bound organelles, (mitochondria, 
lysosomes, peroxisomes, etc), membrane networks 
(endoplasmic reticulum the Golgi apparatus), and a 
cytoskeleton.

Traditionally, evolutionary biologists have argued 
that the first eukaryotic cell originated as a conse-
quence of the fusion of bacterial and archaeal cells. 
If this is the case then there are two fundamental 
domains of life, with Eukarya representing a derived 
domain. More recently, some evolutionary biologists 
have posited a three-domain model in which they 
maintain that Eukarya is a distinct lineage independent 
of Bacteria and Archaea.

Currently, the origin of eukaryotes remains contro-
versial––with a variety of arguments made in favor 
of both the two-domain and three-domain models. 
Evolutionary biologists have hoped to resolve this con-
troversy with the use of DNA sequence data. By com-
paring similarities and differences in DNA sequences, 
biologists can construct evolutionary trees. And, 
because of the increasing availability of vast amounts 
of DNA sequence data as researchers sequence more 
and more genomes of bacteria, archaea, and eukaryotic 
organisms, scientists have become even more hope-
ful about the potential for this approach to solve the 
problem of eukaryotic origins.

In October 2010, a team of evolutionary biologists 
from France and New Zealand wrote a review article 
summarizing the results of large-scale studies employ-
ing this DNA sequence data to address the origin of 
eukaryotes. At the time of publication, seven such 
studies had been conducted, using, for the most part, 
the same data sets.

Yet, instead of resolving the question (of the origin 
of eukaryotes), this work seems to have added more 
questions. According to the authors of the review 
paper, “the deluge of genomic data has not yet yielded 
a resolution to this debate and has, if anything, intensi-
fied it.”4

The problem is that three of the studies support the 
three-domain model and four support the two-domain 
model. The authors speculate that part of the problem 
may be related to the methods used to assemble and 
analyze the data. 
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Another possibility is that an evolutionary explana-
tion for the origin of eukaryotes is incorrect. In sci-
ence, contradictory results are a tell-tale indicator that 
something is fundamentally wrong—with the data, the 
methodologies, or the theory.

When (most) scientists attempt to explain events in 
life’s history, like the origin of eukaryotes, they start 
with the belief that evolution is a fact and then inter-
pret the data from an evolutionary framework. Often 
times this approach yields disparate evolutionary trees 
and accompanying controversy. In these situations, 
evolutionary biologists look to the future with the hope 
that access to a database of whole genome sequences 
will bring clarity to the evolutionary relationships. 
But as this latest research highlights, this isn’t the case. 
It looks like evolutionary biologists have reached the 
end of the road in their quest to explain the origin of 
eukaryotes. As the authors point out, “Despite the very 
large number of complex genomes used and the vari-
ous means of data collection, the number of markers 
that can be used to investigate the relationship between 
the Archaea and the Eukarya is very small and seems to 
have reached its limit.”5

A key idea of the evolutionary paradigm, namely that 
evolutionary trees built from separate DNA sequence 
molecules should agree and should also agree with 
those constructed from morphology, is not supported 
by the evidence. This disagreement is more profound 
than it seems on the surface. It can be taken as evi-
dence for the creation paradigm. According to the late 
evolutionary biologist Morris Goodman, in an article 
he wrote for The Cambridge Encyclopedia of Human 
Evolution:

If the biblical account of creation were true, then in-
dependent features of morphology, proteins, and DNA 
sequences would not be expected to be congruent with 
each other. Chaotic patterns, with different proteins 
and different DNA sequences failing to indicate any 
consistent set of species relationships, would contra-
dict the theory of evolution. 6

ENDNOTES

1. Simonetta Gribaldo et al., “The Origin of Eukaryotes and Their  
Relationship with the Archaea: Are We at a Phylogenomic Impasse?”  
Nature Reviews Microbiology 8 (2010): 743–52.

2. For details of the evidence for the early appearance of life on Earth,  
see Fazale Rana and Hugh Ross, Origins of Life (Colorado Springs: Nav-
Press, 2004).

3. While prokaryotic cells show no internal morphology at a cellular 
level, they display remarkable organization at the molecular scale. For a 
discussion of the biochemical organization of prokaryotes, see Fazale  
Rana, The Cell’s Design (Grand Rapids, MI: Baker, 2008).

H I S T O R Y  O F  L I F E

Fazale (Fuz) R. Rana

N E W  R E A S O N S  T O  B E L I E V E    |    1 0    |    V O L  3 / N O  1   |   F e b r u a r y  2 0 1 1

To dig deeper on some of 
the topics mentioned in 

this issue:

RTB Live! Vol. 7 The Cell’s 
Design (DVD)

Learn about recent  
scientific discoveries within 
biochemistry, specifically  
at the cellular level, that  
provide evidence for a 
Supernatural Designer 
—the God of the Bible.

Origins of Life (Book) 

In a comprehensive and 
insightful manner, Rana and 
Ross address the origin of 
life— the first appear-
ances of living organisms 
on earth. By providing a 
testable model, the authors 
clearly show the impossibil-
ity of a naturalistic explana-
tion for the origin  
of life.

Hugh Ross/Reasons To 
Believe collection available at 
Logos.com 

Logos Bible Software offers 
select RTB titles. To find  
out more about Logos  
Bible Software and the 
Hugh Ross title collection, 
click here

4. Simonetta Gribaldo et al., 744.

5. Ibid., 748.

6. Morris Goodman, “Reconstructing Human Evolution from Proteins,” 
in The Cambridge Encyclopedia of Human Evolution, Steve Jones, Robert 
Martin, and David Pilbeam, Editors, (New York: Cambridge University 
Press, 1992), 307–13.

http://www.reasons.org/evolution/evolutionary-trees/birds-terrorize-evolutionary-biologists
http://www.reasons.org/evolution/evolutionary-trees/birds-terrorize-evolutionary-biologists
http://prognosis.med.wayne.edu/article/morris-goodman-distinguished-professor-and-groundbreaking-researcher-dies
http://www.amazon.com/Cambridge-Encyclopedia-Human-Evolution-Reference/dp/0521467861/ref=sr_1_1?ie=UTF8&s=books&qid=1215466376&sr=1-1
http://www.amazon.com/Cambridge-Encyclopedia-Human-Evolution-Reference/dp/0521467861/ref=sr_1_1?ie=UTF8&s=books&qid=1215466376&sr=1-1
http://www.reasons.org/catalog/origins-life
http://www.reasons.org/catalog/cells-design-how-chemistry-reveals-creators-artistry
http://www.reasons.org/catalog/rough-cuts-volume-7-cells-design-fazale-rana
http://www.reasons.org/catalog/rough-cuts-volume-7-cells-design-fazale-rana
http://www.reasons.org/catalog/origins-life
http://www.logos.com/product/4250/hugh-ross-reasons-to-believe-collection
http://www.logos.com/product/4250/hugh-ross-reasons-to-believe-collection
http://www.logos.com/product/4250/hugh-ross-reasons-to-believe-collection
http://www.logos.com/product/4250/hugh-ross-reasons-to-believe-collection
http://www.reasons.org/catalog/rough-cuts-volume-7-cells-design-fazale-rana
http://www.reasons.org/catalog/origins-life
http://www.logos.com/product/4250/hugh-ross-reasons-to-believe-collection

	Button 152: 
	Button 153: 
	Button 155: 
	Button 156: 
	Button 310: 
	Button 311: 
	Button 158: 
	Button 159: 
	Button 161: 
	Button 162: 
	Button 312: 
	Button 313: 
	Button 382: 
	Button 383: 
	Button 384: 


